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CCCTCGT GT GCGCGCACCGEEECCAGCCCCTATAGAAACATCTGAGGAGT CACTTCCTC- C
CCCTCGT GT GCGCGCACCGEECCAGCCCCTATAGAAACATCTGAGGAGT CACTTCCTC- C
CCCTCGT GT GCGCGCACCGEECCAGCCCCTATAGAAACATCTGAGGAGT CACTTCCTC- C
CCCTCGT GT GCGCGCACCGEECCAGCCCCTATAGAAACATCTGAGGAGT CACTTCCTC- C

GCGCACCGGACCAGCCCCTATAGAAACCTATGAAGAGT CACCTTCTCAA
CCCTCGT GT GCGCGCACCGEECCAGCCCCTATAGAAACATCTGAGGAGT CACTTCCTC- C

CCCTCGT GT GCGCGCACCGEECCAGCCCCTATAGAAACATCTGAGGAGT CACTTCCTC- C

CATGACT CT CGCCCGCCCCECCEECT GGAGT CGECT CCTGECAAGCT TCAGGECACCT CAG
CATGACT CT CGCCCGCCCEECCEECT GGAGT CGECT CCTGGCAAGCT TCAGGECACCT CAG
CATGACT CTCECCCGCCCEECCEECT GGAGT CGECT CCTGECAAGCT TCAGGECACCTCAG
CATGACT CTCECCCGCCCEECCEECT GGAGT CGECT CCTGECAAGCT TCAGGECACCT CAG
CTTGACT ATCGECCCGCCCEECCCEATGTAGT CGCCT CCTGECAAGCT TCAGGECACCTCAG
CATGACT CT CGCCCGCCCCECCEECT GGAGT CAGCT CCTGECAAGCT TCAGGCACCT CAG

CATGACT CTCGCCCGCCCEECCEECTGRAGT CEGECT CCTGECAAGCT TCAGGCACCTCAG

TTGICCTGAATACACACAGCACCCTTTCCT TACT GAAGCCCCTGAGAGCCTCCAGITCTC
TTGTCCTGAATACACACAGCACCCTTTCCTTACTGAAGCCCCTGAGAGCCTTCAGT TCGT
TTGTCCTGAATACACACAGCACCCTTTCCTTACTGAAGCCCCTGAGAGCCTCCAGTTCTC
TTGTCCTGAATACACACAGCACCCTTTCCTTACTGAAGCCCCTGAGAGCCTCCAGTITCTC
TTGICATGATTACCCACAGCCCACTTTCCT TATCGAAGCCCTTGAGAGCCTCCAGICCTC
TTGICCTGAATACACACAGCACCCTTTCCT TACT GAAGCCCCTGAGAGCCTCCAGITCTC

TTGITCCTGAATACACACAGCACCCTTTCCTTACT GAAGCCCCTGAGAGCCTCCAGITCTC

CCTCCTTGCT- CACCCAGACT TCCTCCCT CCCGECCCCT TCAGCGT TCCAAAGGGTAAAT
CCTCCTTGCTTCACCACACTTTCCTCCT TCCGEECCCCT TCAGCGT TCCAAAGGGGAAAT
CCTCCTTGCT- CACCCACACTTCCTCCCT CCCGECCCCT TCAGCGT TCCCAAAGGTAAAT
CCTCCTTGCT- CACCCACACTTCCTCCCT CCCGECCCCT TCAGCGT TCCAAAGGGTAAAT
CCTACACGT T- CCCACACAATACCT CCATCCCGGECCCCCT CAGAGT TCCAAAGGGTAAAT
CCTCCTTGCT- CACCCACACTTCCTCCCTCCCGECCCCT TCAGCGT TCCAAAGGGTAAAT

CCTCCTTGCT- CACCCACACTTCCTCCCT CCCGECCCCT TCAGCGT TCCAAAGGGTAAAT

- GTGGGCTGGGAAGACAGCT CAGCAGT GGAGAAAT CGEGGT GCAGG TCAGT TGCTGCAT
TGTGGECTGEGAAGACACGCTCA

- GTGGGECTGCEA

- GT GGGECTGCGAAGACAGCT CAGCAGT GGAGAAAT CEEEGT GCAGG- TCAGT TGCTGCAT
- GT GGGECTGGGAAGCCAGCT CAGCAGT GGAGACACCGEEEGT GCAGAATCAGT CCCTGTAT
- GTGGGCTGGGAAGACAGCT CAGCAGT GGAGAAAT CGGGGT GCAGG- TCAGT TGCTGCAT

- GTGGGCTGGGAAGACAGCT CAGCAGT GGAGAAAT CGGGGT GCAGG- TCAGT TGCTGCAT

Figure 2.6 A portion of a nultiple alignment of reads
and a consensus sequence produced by CAP3 on the exanple data set.



