
                     .    :    .    :    .    :    .    :    .    :    .    :
R2+              CCCTCGTGTGCGCGCACCGGGCCAGCCCCTATAGAAACATCTGAGGAGTCACTTCCTC-C
R3+              CCCTCGTGTGCGCGCACCGGGCCAGCCCCTATAGAAACATCTGAGGAGTCACTTCCTC-C
R1+              CCCTCGTGTGCGCGCACCGGGCCAGCCCCTATAGAAACATCTGAGGAGTCACTTCCTC-C
R4-              CCCTCGTGTGCGCGCACCGGGCCAGCCCCTATAGAAACATCTGAGGAGTCACTTCCTC-C
R5-                         GCGCACCGGACCAGCCCCTATAGAAACCTATGAAGAGTCACCTTCTCAA
R6-              CCCTCGTGTGCGCGCACCGGGCCAGCCCCTATAGAAACATCTGAGGAGTCACTTCCTC-C
                 ____________________________________________________________
consensus        CCCTCGTGTGCGCGCACCGGGCCAGCCCCTATAGAAACATCTGAGGAGTCACTTCCTC-C

                     .    :    .    :    .    :    .    :    .    :    .    :
R2+              CATGACTCTCGCCCGCCCGGCCGGCTGGAGTCGGCTCCTGGCAAGCTTCAGGCACCTCAG
R3+              CATGACTCTCGCCCGCCCGGCCGGCTGGAGTCGGCTCCTGGCAAGCTTCAGGCACCTCAG
R1+              CATGACTCTCGCCCGCCCGGCCGGCTGGAGTCGGCTCCTGGCAAGCTTCAGGCACCTCAG
R4-              CATGACTCTCGCCCGCCCGGCCGGCTGGAGTCGGCTCCTGGCAAGCTTCAGGCACCTCAG
R5-              CTTGACTATCGCCCGCCCGGCCGGATGTAGTCGCCTCCTGGCAAGCTTCAGGCACCTCAG
R6-              CATGACTCTCGCCCGCCCGGCCGGCTGGAGTCGGCTCCTGGCAAGCTTCAGGCACCTCAG
                 ____________________________________________________________
consensus        CATGACTCTCGCCCGCCCGGCCGGCTGGAGTCGGCTCCTGGCAAGCTTCAGGCACCTCAG

                     .    :    .    :    .    :    .    :    .    :    .    :
R2+              TTGTCCTGAATACACACAGCACCCTTTCCTTACTGAAGCCCCTGAGAGCCTCCAGTTCTC
R3+              TTGTCCTGAATACACACAGCACCCTTTCCTTACTGAAGCCCCTGAGAGCCTTCAGTTCGT
R1+              TTGTCCTGAATACACACAGCACCCTTTCCTTACTGAAGCCCCTGAGAGCCTCCAGTTCTC
R4-              TTGTCCTGAATACACACAGCACCCTTTCCTTACTGAAGCCCCTGAGAGCCTCCAGTTCTC
R5-              TTGTCATGATTACCCACAGCCCACTTTCCTTATCGAAGCCCTTGAGAGCCTCCAGTCCTC
R6-              TTGTCCTGAATACACACAGCACCCTTTCCTTACTGAAGCCCCTGAGAGCCTCCAGTTCTC
                 ____________________________________________________________
consensus        TTGTCCTGAATACACACAGCACCCTTTCCTTACTGAAGCCCCTGAGAGCCTCCAGTTCTC

                     .    :    .    :    .    :    .    :    .    :    .    :
R2+              CCTCCTTGCT-CACCCAGACTTCCTCCCTCCCGGCCCCTTCAGCGTTCCAAAGGGTAAAT
R3+              CCTCCTTGCTTCACCACACTTTCCTCCTTCCGGGCCCCTTCAGCGTTCCAAAGGGGAAAT
R1+              CCTCCTTGCT-CACCCACACTTCCTCCCTCCCGGCCCCTTCAGCGTTCCCAAAGGTAAAT
R4-              CCTCCTTGCT-CACCCACACTTCCTCCCTCCCGGCCCCTTCAGCGTTCCAAAGGGTAAAT
R5-              CCTACACGTT-CCCACACAATACCTCCATCCCGGCCCCCTCAGAGTTCCAAAGGGTAAAT
R6-              CCTCCTTGCT-CACCCACACTTCCTCCCTCCCGGCCCCTTCAGCGTTCCAAAGGGTAAAT
                 ____________________________________________________________
consensus        CCTCCTTGCT-CACCCACACTTCCTCCCTCCCGGCCCCTTCAGCGTTCCAAAGGGTAAAT

                     .    :    .    :    .    :    .    :    .    :    .    :
R2+              -GTGGGCTGGGAAGACAGCTCAGCAGTGGAGAAATCGGGGTGCAGG-TCAGTTGCTGCAT
R3+              TGTGGGCTGGGAAGACAGCTCA                                      
R1+              -GTGGGCTGGGA                                                
R4-              -GTGGGCTGGGAAGACAGCTCAGCAGTGGAGAAATCGGGGTGCAGG-TCAGTTGCTGCAT
R5-              -GTGGGCTGGGAAGCCAGCTCAGCAGTGGAGACACCGGGGTGCAGAATCAGTCGCTGTAT
R6-              -GTGGGCTGGGAAGACAGCTCAGCAGTGGAGAAATCGGGGTGCAGG-TCAGTTGCTGCAT
                 ____________________________________________________________
consensus        -GTGGGCTGGGAAGACAGCTCAGCAGTGGAGAAATCGGGGTGCAGG-TCAGTTGCTGCAT

Figure 2.6 A portion of a multiple alignment of reads
and a consensus sequence produced by CAP3 on the example data set.


